In Vitro Resistance Profiling of S-892216, a Second Generation SARS-CoV-2 3CLP Inhibitor for the Treatment of COVID-19
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Background and Purpose

S-892216 is a candidate for the
treatment of COVID-19 that has 3CLPr
inhibitory activity and antiviral activity. 4
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Table 2 Fold change of S-892216, ensitrelvir, and nirmatrelvir
against rgSARS-CoV-2 with 3CLPr substitutions $S-892216
In vitro virus passage study

Figure 1 S-892216 in vitro virus passage study

Fold change (FC) values of ensitrelvir and nirmatrelvir against
the rgSARS-CoV-2 with isolated 3CLP™ substitutions were
1.08- to 2.01- fold for ensitrelvir and 0.630- to 2.35- for
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